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DNAzyne Sequenz 

5 -TCGGTCAGAggctagctacaacgaTGCGTTGCT-3 ' 
5 ' -GGCGTACGAggctagctacaacgaCTGCTCGGT-3 • 
5 I -GGCGGCGTAggctagctacaacgaGACCTGCTC- 3 ' 
5 ^ -CTCGGGTCAggctagctacaacgaCTGGGTAGC-3 ' 
5 ^ -TCCTCTGCAggctagctacaacgaCGGGGTCCT-3 ' 
5 ^ -ACTCTGCAAggctagctacaacgaTCTGCGAGC-3 ' 
5' -GGGCGACGAggctagctacaacgaTCTGCAATT-3 ' 
5^ -AAGGGGCGAggctagctacaacgaGACTCTGCA-3 ' 
5 ^ -AAAACGGGAggctagctacaacgaCAGGTTGTA-3 ' 
5 1 -AGAATAAAAggctagctacaacgaGGGACCAGG-3 ' 
5 ^ -ATGGCA6AAggctagctacaacgaAAAACGGGA-3 ' 
5^ -AACTGGGTAggctagctacaacgaGGCAGAATA-3 ' 
5^ -A.TCCAAAAAggctagctacaacgaTGGGTATGG-3 ' 
5 ^ -AGGGGAAGAggctagctacaacgaAAAAATCCA-3 ' 
5 ^ -TTTTAAAAAggctagctacaacgaTATCTTGGA- 3 ' 
5 ^ -GTGGGGGGAggctagctacaacgaGGGAAGGCT-3 ' 
5 ^ -GTTGAATGAggctagctacaacgaTTGCTTTCG-3 ' 
5 ^ -GTCGTTGAAggctagctacaacgaGATTTGCTT-3 ' 
5 ^ -GGCCCGGAAggctagctacaacgaCCGCGCGCG-3 ' 
5 ^ -TCACCTCCAggctagctacaacgaGGCCTCGGC-3 ' 
5 ^ -CCGCCGTCAggctagctacaacgaCTCCATGGC-3 ' 
5 ^ -G<3TGGCTCAggctagctacaacgaCCAGCGCGG-3 ' 
5 ^ -CGTTGAGCAggctagctacaacgaGGCGGGGTG-3 ' 
5 ^ -CCGCGTCCAggctagctacaacgaGTAGGAGTG-3 ' 
5 ^ -CAGCGGGTAggctagctacaacgaTGCGCCGCG-3 ' 
5 ^ -GCACATCCAggctagctacaacgaCTCCTCCGG-3 ' 
5 ^ -AAAAGCACAggctagctacaacgaCCACCTCCT-3 ' 
5 ^ -TAAAAAGCAggctagctacaacgaATCCACCTC-3 ' 
5 ^ -GACCGTCGAggctagctacaacgaGTTAAAAAG-3 ' 
5 ^ -TTGCCTTGAggctagctacaacgaCGTCGATGT-3 ' 
5 ^ -AGGGCGGGAggc t agctacaacgaGTGGTTGCC- 3 ' 
5 ^ -TGGCCCTGAggctagctacaacgaCGAGTTTCC-3 ' 
5^ -ACCTCTGCAggctagctacaacgaCGTGGCCCT-3 ' 
5 ^ -CGGAGGGTAggctagctacaacgaCTCTGCACC-3 ' 
5^ -G<3CGGCACAggctagctacaacgaCTGGCTCCC-3 ' 
5^ -CGGGCGGCAggctagctacaacgaACCTGGCTC-3 ' 
5 -AGGGATCCAggctagctacaacgaGAAGCAGAG-3 ' 
5 -GGGTAGGGAggctagctacaacgaCCATGAAGC-3 ' 
5 -GGGCTGAGAggctagctacaacgaTCCAGGGGG-3 ' 
5^ -GTGGATGGAggctagctacaacgaGTCTTGGAG-3 ' 
5 ^-CGTGGTGGAggctagctacaacgaGGACGTCTT-3 ' 
5 -GGGGGTAGAggctagctacaacgaGGAGAGGGG-3 ' 
5 ^ -GGAGGAGGAggctagctacaacgaGAGGCCGGG-3 ' 
5 -GCCCCCCGAggctagctacaacgaAAGGAGGAG-3 ' 
5 ^ -CCGGGGAGAggctagctacaacgaGTCCTTCGG-3 ' 
5 -GGACAGCGAggctagctacaacgaGGGTCCGGG-3 ' 
5 -TGGGGTGGAggctagctacaacgaAGCGATGGG-3 ' 
5 ^ -CTTGAGGCAggctagctacaacgaTCTTTCTCG-3 ' 
5 ' -CACCTGGTAggctagctacaacgaTTGAGGCAC-3 ' 
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Name DNAzyme Sequenz 

hgdSO 5 • -GCAGGGGGAggctagctacaacgaCTGGTACTT-3 • 

hgd5 1 5 ' -CCAGCTTCAggc t age t acaacgaCSCTGTCGGG- 3 ' 

hgd52 5 -GTGGGAGGAggctagctacaacgaTGCAGCTTC-3 ' 

hgd53 5 ' -GGAGTGGGAggGtagctacaacgaGACTCCAGC-3 ' 

hgd54 5 -ATGCTGCCAggctagctacaacgaGGGAGTGGG-S ' 

hgd55 5 -GGGCGGTCAggct agctacaacgaGCTGCCACG- 3 ' 

hgdS 6 5 -GAGGCTCCAggc t agct acaacgaCCAGGGCGG- 3 ' 

hgd57 5 -GTGGGTCGAggctagctacaacgaGAGGAGGCT-3 ' 

hgdSS 5 -AGGTGGTGAggctagctacaacgaGGGGTGGTG-3' 

hgd59 5 • - ACTCGGGCAggc tagctacaacgaGTAGGGCGG- 3 ' 

hgdSO 5 -GGAGGTGTAggctagctacaacgaTCGGGGACG-3 ' 

hgd61 5 -GGACTTGCAggctagctacaacgaCCGAAGCCG-3' 

hgd6 2 5 ' -GGGCCTGGAggct agctacaacgaTTGCATCCG- 3 ' 

hgd63 5 -TGTGGTGGAggctagctacaacgaCGGGCCTTG-3' 

hgd64 5 -GTTCACAGAggctagctacaacgaTCCCTGCCT- 3 ' 

hgd6 5 5 ' -CAGTTCACAggc t age tacaacgaACTCCCTGC- 3 ' 

hgd66 5 • -GACAGTTCAggctagctacaacgaACACTCCCT- 3 ' 

hgd67 5 • -GTTGCCCCAggctagctacaacgaAGTTCACAC-3 ' 

hgd68 5 -TCGCCGCCAggctagctacaacgaAGTGGGGTC-3' 

w^?^ ^ ^ . "^^"^^^^^CAggct agctacaacgaCTCGCCGCC- 3 ' 

hgd70 5 -GGCGTTGCAggctagctacaacgaAGGTAGTGT-3' 



Fig. 4 

Multiple Sequence Alignmentfi GATA-3 

GGCGCCGTCTTGATAC TTTCAGAAAGAATGCATTCCCTGTAAAAAAAAAAAAAAAAj;^ 
GGCGCCGTCTTGATAC TTTC^lGAAAGAATGCy^TrCCCTCTAAAAAA^ 
a-GAGAGic#3AGAGAGAGAGAAGAAGAGAGAGAGACGGAGGGAGATC 
ffiTGAGAGgciGAGAGAGAGAGAAGAAGAGAGAGAGACGGAGGGAGAGCGA^ 
AGCAACGCAATCTGAC CGAGCAGGTCGTACGCCGCCGCCTCCTC^ 
AGCAACGCAATCTGAC CXSAGCAOGTCGTACGCCGCCGCCTCCTOCTOTCTCT^ 

GCTACCCAGGTGACCCGAGGAGGGACTCCGCCTOCGAGCG^^ 
GGAGCCTGGCTOSCAGAATTGCAGAGT^ 

GGAGCCTGGCTCGCAGAATTGCAGAGTCGTCGCCCCTTTTTA^ 

TTCTGCCiTACCCAGTTTTTGGATT^^ 

TTCTGC<^ACCCAGTTTTTGGATTTTTGT^ 

OTCCAAGATAATTTTTAAAAAACCTTCTCOTT^^ 

~ —— ————— ~ — — — — ^_ — ygg ^ ^QPfypTCC C A 

CTCCAAGATJUlTTrTTAAAAAACCTTCTCCTTTGCTCACCTTT^ 

TCCCOCCACCGAAAGCAAATCATTCAAC<aCCCCCGACCCTCCG&CGGCaG^reC^ 
TC(XCCCACCGAAAGCAAATCATOCyACGACCX:CCGACCCTCC6&CGGC»GGA<K:CCCC^ 



23593 (5-18) 
10/574, 560 



Sequenz_l 


1 


Sec[uen2_2 


**** 


Ssqueziz 3 




Sequenz^l 


61 


Seciuenz_2 


**** 




61 


Seqpien2_1 


120 


Sequenz_2 




Sequeziz_3 


121 


Sequenz_1 


180 


Sequenz_2 




Sequenz__3 


1 81 


Sequenz_1 


240 


Sequen2^2 


**** 


Sequenz 3 


241 


Seciuenz_1 


300 


Sequenz_2 






1 


Sequenz^l 


360 


Sequenz_2 


1 




1 


Sequenz_1 


420 


Sequenz_2 


15 


0 e qu. enz j 




Sequenz_1 


480 


Sequenz_2 


75 


pequcnz j 


A fil 

401 


Sequen.2_1 


540 


Sequenz_2 


134 






Sequen2_l 


600 


Sequenz_2 


194 




601 


Sequenz^l 


660 


Sequeziz^2 


254 


Sequenz__3 


661 


Sequenz_l 


720 


Sequeii.z_2 


314 


Sequen.^^3 


721 


Seguenz_1 


780 


Sequeiiz_^2 


374 


Sequenz_3 


781 


Sequeziz_1 


640 


Seguexiz_2 


434 


Segueziz_3' 


841 


Sequenz_1 


900 


Sequenz_2 


494 


SoQusnz 3 


901 


Se<2uenz 1 


960 


Seqruenz_2 


554 


Sequen2^3 


961 


Seqfuenz_1 


1020 


Sequeiiz_2 


614 


Sequen2_3 


1021 



G&CCTCCCAGGOGGAC CGCOCTBcCTC 
GACCTCCCAGGCGGACCGCCCTHCC- _ 
GACCTO3CAGGCGGAC CGCCCl^CTcicC 



|CGCGCGG<3TTCCGGOCCCGGCGAGAeGGC 
lOCGGGTTCCGGGCCCGGCGAGAGGGC 
3CGCGGGTTCCGGGCCCGGCGAGAGGGC 




CAGCCGAGG CCATGGAGGTGACGGCGGACCAGCCGCGCrOOGTGAGCCACCAC 
CAGCCGAGG CCATGSAGGTGaCGOOGGACCAGCCGCGCrGGGTGAGCCACCAC 
>CAGCCGAGG CCATGGAOQrSACGGCGGACCAGCGGCGCTGGGTGAGCCACCAC 

CaCC(XXX:a5TGCTCAACGGGCAGCACCCGGACACGCA<XAa:aWGCCT^ 
TACATGGACGCGGa3CAGTACCCGCTGCCGGAG<»GGTGG&TGTGCTTTTTAACAT^ 

tacatggacgcggcgcjmstacccgctgccggaggaggtggatgtgS^ 

G<mMAGGCAACCACGTCCCGCCCTACTACGGAAACTCGGT^ 

^^^^^'^^^'^°*=*'=*^*<^^<'"3T<^GCCGCCCGC<^GCOT« 

TACCCTCCGACCCACCACGGGA<KCAGGTCTGCC<K:CCGCCrCTGCTTCaSTroS^ 

CCCTGGCTGGACGGCGGCAAAGCCCTGOGCAGCCACCACaaiGCCTCCCCCT^ 
ngd40 

AGCCCCTTCTCCAAGACGTCCATCCACCACGGCTCC^ 



C^GOTCGTCCTCCTCCTTGTCGGGGGGCCACGCCAGeCCGCACCTCTT^^ 
CCGGCCTCGTCCTCCTCCTTGTa«5GGGGCX:ACG0^^ 
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TC^CCCGGCAGGACGAGWUV<aGTGCCtaAGTACGA6GT^ 1139 
TCGGCCCGGCAG<»C6AeAAAGftGTGCCTCAAGTACCaGGTGe^S^S^^ 1140 

AAGCTGGAGTOH-GCGACTCCCGTGGCAGCAmCCGCCCT^ 

Ac^^c™^^IS^''^^^'^*^^'^='=^*C'^CCGAGTAavGCTC^^ 1259 
ACCCACCACCCCaTCACCACCTACCCGCCCIACGTGCCCGAGTACAGCtC^ 




320 



eCCC^TCCAGCACAG <XA6GGAGTGTGTGAACTGTO<K3GaVACCTCGACCCCACTG 

GCC^GGTCaGCACAGAAG<X»U3GGAeT<ST^^ 

^^^^^^^^^^^^^^^^^^^ 
AAOSGACAGAACCGOCeCCI^WAAGCCCAAOCGAAS^i^ 

gggacgtcctgtgcgaactgtcagaccaccacaaccacactctSgaS 

GGTOACCCTGTCTGCAATGCCrGTGGGCTCTACTACa&GCTTtoCa^ 
™^^^2!°^^'^*^==^<^^CTACTACAAGCTTSt^ 

ggggaccctgtctgcaatgcctgtgggctctactacaagcttS^S^^ 

CTGA^TGAAGAAGGAAGGCATCCAGAOaGAAACCGAAAAATGTCTAGSAA 
CTGACTATGAAGAAGGAAGGCATCCAGACCAGAAACCGAAAAAT^A^TC^ 

AA^GCAAAAAAOTGCATGACTcaCrGGAGGACTTCCCOA 

GCOGCCCTCTGtaGACACATGTCCTCOTGaGCCAOlTCTC^^^ 

CACATGCTQACCACGCCCACGCCGATGCACCrQCCATecaQC^ 
CACa^TGCTGACCAC^CCCACGCCGATGCAOXGCGAi^I^^ 
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^^^^^^'''^'^'^°"^<=^C<=AC'rGAATC!reGACCCCATC^ 

AAAGQAGCTCACTGTGGTGTCTGTGTTCCAAGaVCTGAATCTOGACCC^^ 

AAAGGAGCTGACTGTGGTGTCTGTGTTCCAACCAGt^?ScSSS?SS^ 
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AGCGATTCTGACTCATATCCCCTATTTAACAGGGTGTCTAGTGCTGTGAAAA 

ACKCATTCTGACTCaT ATCCCCTATTTAACAGGGTCTCTAGTGCTGTGAAAAAAAAAAAT 2160 

l^^f^^^^**'"'^'="***'*<"'^^TACTGrACAATGACTTTATTGCATCT 18 0 

iCTGAA(a^TTGCArATAAGTTATATTGTAAGAAATACTCn'ACAATGACTTTAOT^ 2220 

SS^ihS^^^^''^'^*^°^^<^TA'^GGAGAAATAGTGTG 1870 

eGGTAGCTGTAAGGCATGA&GeATOCCAAGAAGq-MAAGGAATATGGGAGAAAT^ 2280 

GAAATOAAGAAGAAACTAGGTCTGATATKa&ATGGAOSA^ 2338 



raCTGGCCAGAGI^GTWGAT^ 



QAAAAA-GAGAAAftiG 2399 



AAAAAAAM<SAAAAAAGraGTAGGCGAAT^ f^^^ 

AAAAAAAAAGAAAAAAGO^GTAC^^ §^50 

GCA^TACCAGTTCTGGGGi^TCAGi^^ **** 

<5<aAATACCAGTTCreQGCi^ ^ 



AG&GCClTTOTCTAGGCGTACArGCTr^^ 



2170 



?AATTGTTGTCTCTATG 2578 

?A?^S^^iS^5?***^^^^^«^^ 2230 
TATAATTCAAAQCACCAAAATAAGAAAAGATCTAJ^TTTATTTCATCAT^^ 2638 



**** 



CGAACTGTTGrATAAATTTATTTACT(KTA6TCTTAAa&ACTGGTT^ 2698 



2731 



QCAAAAAAAAAAAAA **** 
^^-..^ 2365 



cgtcccactcccgtggcag<^tgaccgccctgggtggagcctcctS^^ 

acccaccaccccatovccacctacccgccctacgtSSSJSS^? 

cggactcttcccccccagcagcctgctgggcggctccccS?cgS??cg 



' A a ^r.^™ " ~ ~^®^*^^^°<^'^^^^ACTACAAGC 

IGA 



TTCA 

AGAAACCGAAAAa^^CTAGCAA»CCAAAAA^iGCAAAAAA^r-n^r-7> 
CTCACTGG^CTTCCCCAAGAACAGCT^^ScCCGG^C^^ 

agc^tctgact^^ccc^tSS^J?*^^* 
. — J^'^^^tgcMaacttWtPaa^^SS 

|GACTTT^TGC«TGa^pA^^^,3^^ 

'AGAA^A^SCGAApTAAGAAGAAACTA^^ 
.CAAACTGC^TTT^TCCTTTCACTGGC^ 
^AAAAGAAA^A^AAAAGAAAAAGAGAAAAGA 
^<5GC^^^T^^CAAAGCT^TGGCC 



- JTTAAC 

AAAAAAAAG 
TCTGGAAA' 
TGC' 
A( 

AGAAAAG 



TTCA^a?TTTCCTTCTCTCTCA^TTTC 




Fig. 4 A 
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37.4 kDai 
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Name DNAzyme Sequenz 

tdl TGGCTTCTAggctagctacaacgaGCCCTCGTC 
td2 GGGCTCTGAggctagctacaacgaGCCTGGCTT 
td3 GG<^ACCCCAggctagctacaacgaCGGAGCCCG 
td4 GGTGGGGGAggctagctacaacgaCCCACCGGA 
m °®^®^5GGGAggctagctacaacgaCCGAG6GCC 
GGGCTGGGAggctagctacaacgaGGGCAGGGA 
CGTCGAGGAggctagctacaacgaCCGCCCCTC 
GGGCTGGCAggc t age t ac aacgaCTTCCCGTA 
CGATGCCCAggctagctacaacgaCCGGGGCGG 
tdl 0 GCTCCACGAggctagctacaacgaGCCCATCCG 
tdl 1 CCGGCTCCAggctagctacaacgaGATGCCCAT 
TCTCCGCAAggctagctacaacgaCCGGCTCCA 
CCGTCAGCAggc t age t ac aacgaGTCTCCGCA 

TCCCCGGCAggc t age t ac aacgaCGGCTCGGT 
CCCCCGCGAggc t age t acaacgaGCTCGTCCG 
tdl 6 GTAGGGAGAggctagctacaacgaCCCAGGCTG 
tdl 7 GGGCGGGCAggctagctacaacgaCAAGGCGCC 
tdl 8 CGGGAAGGAggctagctacaacgaTCGCCCGCG 
TAGTCCTCAggc t age t ac aacgaGCGGCCCCG 
TCCCCGACAggctagctacaacgaCTCCAGTCC 
TTTCCCCGAggc t age t ac aacgaACCTCCAGT 
TGAGCGCGAggctagctacaacgaCCTCAGTTT 
CSGACCACAAgcfc t age t acaacgaAGGTGGTTG 
td24 CTTGGACCAggctagctacaacgaAACAGGTGG 
td2 5 AAACTTGGAggct agct acaacgaCACAACAGG 
td26 CTGATTAAAggctagctacaacgaTTGGACCAC 
TGGTGCTGAggctagctaeaacgaTAAACTTGG 
TGATGATCAggctagctacaacgaCTCTGTCTG 
TGGTGATGAggc t age t ac aacgaCATCTCTGT 
td3 0 GCTTGGTGAggctagc tacaacgaGATCATCTC 
td3 1 ATGGGAACAggetagc taeaacgaCCGCCGTCC 
td32 GAATGGGAAggctagctaeaacgaATCCGCCGT 
td33 TGACAGGAAggctagctaeaacgaGGGAACATC 
td34 AGTAAATQAggctagctaeaacgaAGGAATGGG 
td3 5 CACAGTAAAggetagc taeaaegaGACAGGAAT 
td3 6 GCCCGGCCAggetagct acaacgaAGTAAATGA 
CCACAAACAggc t age t ac aacgaCCTGTAGTG 
GTCCACAAAggctagctaeaacgaATCCTGTAG 
CCACGTCCAggctagctaeaacgaAAACATCCT 
td4 0 CCAAGACCAggct agctacaacgaGTCCACAAA 
td4 1 CCACCAAGAggct agct aeaacgaCACGTCCAC 
td4 2 GCTGGTCCAgge t agct acaacgaCAAGACCAC 
td43 GCTCTGGTAggctagctacaacgaCGCCAGTGG 
t d4 4 CTGCACCCAggc t age t ac aaegaTTGCCGCTC 
td4 5 CACACTGCAgget agct aeaaegaCCACTTGCC 
td46 CTTTCCACAggctagctacaacgaTGCACCCAC 
td47 GCCTTTCCAggctagctacaacgaACTGCACCC 
t d4 8 TTCCTGGCAggc t age t ac aacgaGCTGCCCTG 



td6 
td7 
td8 
td9 



tdl 2 
tdl 3 
tdl 4 
tdl 5 



tdl 9 
td20 
td21 
td22 
td23 



td27 
td28 
td29 



td37 
td38 
td39 



Fig. 7 Cont. 
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Najne DNAzyme Seguenz 

TD4 9 C^TGGACGTAggct agctacaacgaAGGCGGTTT 

TD50 CCGGGTGGAggctagctacaacgaGTACAGGCG 

TD5 1 CCTGGCGCAggc t age t acaacgaCCAGTGCGC 

TD52 CAAATGAAAggctagGtacaacgaTTCCTGGCG 

TD53 TTTCCCAAAggctagctacaacgaGAAACTTCC 

TD54 ATTGTTGGAggctagctaGaacgaGCCCCCTTG 

TD55 TGGGTGACAggctagctacaacgaTGTTGGACG 

TD56 TCTGGGTGAggctagctacaacgaATTGTTGGA 

TD57 GCACAATCAggGtagctacaacgaCTGGGTCAC 

TD58 GGAGCACAAggctagctacaacgaCATCTGGGT 

TD59 AGTGGAGCAggctagctacaacgaAATGATCTG 

TD60 ATGGAGGGAggctagctacaacgaTGGAGCACA 

TD6 1 TGGTACTTAggc t age tacaacgaGGAGGGACT 

TD62 GGGCTGGTAggctagctacaacgaTTATGGAGG 

TD63 TGAACGATAggctagctacaacgaGCAGCCGGG 

TP6 4 GCTCAACGAggct agct acaacgaATGCAGCCG 

TD65 TCACCTCAAggctagctacaacgaGATATGCAG 

TD6 6 CGTCGTTCAggct agct acaacgaCTCAACGAT 

TD6 7 GTAAAGATAggc t agct acaacgaGCGTGTTGG 

TD68 AAGTAAAGAggctagctacaacgaATGCGTGTT 

TD6 9 SGGAATGAAggc t age t acaacgaTGGGTTTCT 

TD7 0 TGACGGCAAggc tagct acaacgaGAACTGGGT 

TD7 1 AGGCAGTCAggct agctacaacgaGGCAATGAA 

TD7 2 ATCTCGGCAggct agct acaacgaTCTGGTAGG 

TD7 3 GCTGAGTAAggetagctacaacgaCTCGGCATT 

TD74 TATTATCAAggctagctacaacgaTTTCAGCTG 

TD7 5 GGGTTATTAggc t agct acaacgaCAATTTTCA 

TD7 6 AAGGGGTTAggc t agct acaacgaTATCAATTT 

TB7 7 CTCCCGGAAgge tagct aGaacgaCCTTTGGCA 

TD7 8 GTACATGGAggctagct acaacgaTCAAAGTTC 



Fig. 8 
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